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1Hayashi et al Poster P-41 presented at JDDW 2011
2 Reesink HW et al Gastroenterology 2010;138:913-921 

3Moreno C et al J Hepatology 2012;56:1247-53
4Fried MW et al Oral presentation at AASLD 2011 

5Zeuzem S et al Poster LB-2998 presented at EASL 2011
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Boceprevir
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AsunaprevirBMS- 650032
Danaprevir(RO5190591)
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RG7227Danaprevir
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RG7128(Mericitabine)



E2E1C NS2 NS3 NS5A NS5BNS4BNS
4A

(U)nIRES
C - DAA

NS2- 3 

NS3- 4 

NS5 RNA
RNA

NS5
Daclatasvir(BMS- 790052)
Ledipasvir GS- 5885
ABT- 267
GSK2236805
BMS- 824393

Alisporvir/Devio- 025
SCY- 635
NM811

PEG- rIL29
Omega interferon

Silymarin
Celgosvir

Telaprevir
Boceprevir
Vaniprevir MK7009
Simeprevir TMC435
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GS9451
BMS- 791325
MK5172
GS9256
ACH0141625
VBY376
ABT- 450
RG7227Danaprevir

Sofosbuvir GS7977
IDX184
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INX- 08189
PSI- 352938

GS9190(Togobuvir)
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VCH- 759
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RG7128(Mericitabine)



C

Genotype1

Genotype2

Asunapre ir NS3) + Daclatasvir NS5A)

PEG- IFN+RBV + Vaniprevir

PEG- IFN+RBV + Faldaprevir

Faldaprevir+ BI 207127 + RBV

ABT450(+ritonavir) + ABT267

PEG- IFN + RBV + Telaprevir(

ABT450(+ritonavir) + ABT267+ RBV

Sofosbuvir(+RBV)

Sofosbuvir+ Ledipasvir(+RBV)

Faldaprevir+ BI 207127 + RBV

PEG- IFN + RBV + SMV(

2014 2015 2016
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(

10 0.4%

10-15 15%

15-20 20%

20-25 25%

25 35%

Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



ROC cut off cut off 12.0kPa
AUC 0.846 Alb 0.854 0.799 0.774 AFP 0.790 0.572

FibroScan - ROC

0

0.2

0.4

0.6

0.8

1

0 0.2 0.4 0.6 0.8 1

S
e

n
si

tiv
it
y

1-Specificity

STIFFNESS
Alb

AFP

Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



-2%

0%

2%

4%

6%

8%

0 0.5 1 1.5 2 2.5 3

46.4

kPa

16.3

kPa

14.0 kPa

13.1 kPa

7.0 kPa

2.64 /

0.15 /
705

538

12KPa

12KPa

Kaplan- Meier
p 0.0001

log- rank test

C n=470 691 1.9 )

Tansientelastography(FibroScan

FibroScan -

Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



DAA

Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



ṕ Ṗ: 
úúú ṕ-vir )

NS3 

protease

-previr

NS5A

-asvir

NS5B

polymerase

-buvir

Ṅ

Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



DCV/ASV: Suzukiet al. EASL 2012 BI201335/BI207127: Zeuzem et al . EASL 2012&AASLD 2012  

ABT-450r/-267-333/RBV: Kowdley et al .AASLD 2012          

GS-7977(SOF)/DCV: Sulkowski et al. AASLD 2012      GS-7977(SOF)/RBV: Gane et al, AASLD 2012
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DAA

Suzuki Y et al., J Hepatol2013: 58; 655- 662

2 BMS- 650032 NS5A BMS- 790052)

IFN /
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DAA

2 BMS- 650032 NS5A BMS- 790052)

NS5A Y93H)
Y93H 10%

50%

Suzuki Y et al., J Hepatol2013: 58; 655- 662
Minoru SAKAMOTO Univ. of YAMANASHI 25 2014/3/7



NS5A

n (

L31M

L31V

Y93H/N

Y93H/L31M

Total

13 11.8

Our study
(Deep sequencing)

Europian 
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J.Clin Virol
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